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The pastdecadehasseena persistentdisputein the literatureandat this meetingconcerningthe validity andphysical significanceof
two differentapproachesor the reductionof setsof multi-isotopomeriatomicmoleculedatato a compactsetof parameterslefining
a potentialenegy curve and Born-Oppenheimebreakdavn (BOB) radial functions. It is shavn herethatthe apparentdiscrepancies
betweenthe algebraicmethodchampionedby J.F Ogilvie and a numericalmethodpioneeredby J.A. Coxonare dueto an ad hoc
truncationcorventionappliedin Ogilvie’s algebraicRapiaToM dataanalysiscode. This truncationrule is not essentiato the algebraic
method,andwhenit is relaxed, thetwo approachegyield essentiallyidenticalresults.TestsreportecherealsosupportWatsons [J. Mal.
Sectrosc. 217, 157 (2003)] assertiorthatelectricdipole momentsandrotationalg—factorscannotbe determinedrom transitionenegy
dataalone.



