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Most moleculesof biological relevancehave considerableconformationalflexibility. Our recentwork on the model dipeptideN-
acetyltryptophamethylamide,hasfoundthatthereexist only afew low lying enegy structuregpopulatedn the pre-nozzlegasmixture.
However, this model dipeptideoffers numeroushydrogenbondingsitesto which water moleculescanbind. Thesewatermolecules
canalsoinfluencethe conformationof the solutemolecule. We presentesultsfrom a variety of methodsincluding oneandtwo color
R2PI, UV-UV Hole-turning and Resonant-lorDip Infrared Spectroscop (RIDIRS), to determinethe conformationsof waterbound
clustersof N-Acetyl TryptophanMethylamide(NATMA) in the gasphase Quantumchemicalcalculationsareusedto calculatehehar
monicfrequencie®f NATMA waterclusterswhich arecomparedo theinfraredspectrao make assignmentsf the hydrogenbonding
topologiesof theseclusters.The effectsof waterandwaterbridgeson the conformationapreferencesf NATMA will bediscussed.



